
  



% create a sample string

myString = 'violet';

% convert to the numerical ASCII codes

numCode = double(myString)

% convert back to characters

myString = char(numCode)

% create a sample string

myString = 'spring break';

length(myString)

% indexing strings

myString(6)

myString(3:6)

myString([6 3 11 8])

myString(8:12) = 'fling'

% MATLAB autoexpands a string when you add a character
% at a location that's beyond the current length

myString(20) = '*'



% create a sample string

myString = 'spring fling';

% compare a string to a single character with ==

myString == 'g'

% get the indices of locations where a character occurs

find(myString == 'g')

% use a logical vector as an index

myString(myString == 'f') = 'b'

% comparing strings with ==

'ellen' == 'silly'

% what if the strings have different length?

'ellen' == 'serious'

% what function do we need to user in this case?

% create a sample string

hamlet = 'to be or not to be';

% create a new string from the non-space characters

letters = hamlet(hamlet ~= ' ')

hamlet

% alter the string by removing the spaces

hamlet(hamlet == ' ') = [];

hamlet



  
% convert a string to all lower or all upper case letters
% with the lower and upper functions

shakespeare = 'To Be Or Not To Be'

lows = lower(shakespeare)

ups = upper(shakespeare)

% strrep replace all occurrences of one substring with another

newString = strrep(shakespeare, 'Be', 'Play')

shakespeare

% find all the starting indices of a substring

strfind(newString, 'ay')



% let's try some examples

pal1 = isPalindrome('Murder for a jar of red rum')

pal2 = isPalindrome('Oozy rat in a sanitary zoo')

pal3 = isPalindrome('This is not a palindrome')

% note that the last statement in the isPalindrome function
% hints at a way to reverse a string

str = 'once upon a time'

reverseStr = str(end:-1:1)

% in fact, MATLAB provides a built-in function for this

reverseStr = reverse(str)



 



                                       



% translate some RNA sequences to amino acids

amino1 = rna2amino('GCUCUCUGC')

amino2 = rna2amino('UAUCUAUCUAUCUAUCUAUCUAUC')

amino3 = rna2amino('AGAUGUAGAGCUACACUGAGAGUGAGU')
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